Here, we report the genome of a putative densovirus infecting the carrot psyllid Bactericera trigonica, obtained by inverse PCR and named Bactericera trigonica densovirus (BtDNV). The ambisense genome of BtDNV is identical in structure to those of the ambidensoviruses, and its encoded proteins share the highest sequence identity with the Asian citrus psyllid Diaphorina citri densovirus.
identified using the ORFfinder and CDD search tools (NCBI). The BtDNV genome organization facilitates bidirectional transcription similar to that of ambidensoviruses, with the nonstructural (NS) proteins (ORF1 and ORF2) being translated from the sense strand and the structural proteins (ORF3 and ORF4) being translated from the complementary strand. BtDNV-encoded proteins were compared and analyzed using the pBLAST algorithm. ORF1 (nucleotides 90 to 1439) initiated at a TTG start codon and encodes a 449-amino acid (aa) nonstructural protein with highest identity (34.7%) to a nonstructural protein of Diaphorina citri densovirus (DcDNV; GenBank accession number ANH56808) (7) . A nonstructural protein similar (44.6%) to that of the NS1 protein of DcDNV (ANH56809), putatively initiated at a CTG start codon, is translated from ORF2 (nucleotides 182 to 2212) of BtDNV. Similarly to DcDNV, NS2-or NS3-translating ORFs were also found to be absent in the BtDNV genome. The structural proteins VP4 (573 aa) and VP1 (202 aa), encoded in ORF3 (nucleotides 3941 to 2220) and ORF4 (nucleotides 4536 to 3928), had sequence identity with the VP4 (44.6%) and VP1 proteins (39.1%) of DcDNV, respectively. An 8-bp-long intergenic region separates the ORFs on the sense strand from those on the complementary strand.
Data availability. The BtDNV genome is available in GenBank under accession number MN364694.
